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<400> 1 




Met Asn Ser Thr Pro Ser Lys Leu Leu E^:o lie Asp Lys His Ser His 
15 10 15 



Leu Gin Leu Gin Pro Gin Ser Ser Ser Ala Ser lie Phe Asn Ser Pro 
20 25 \ 30 



Thr Lys Pro Leu Asn Phe Pro Arg Thr Asn feer Lys Pro Ser Leu Asp 
35 40 \ 45 



Pro Asn Ser Ser Ser Asp-Thr Tyr Thr Ser GlVa Gin Asp Gin Glu Lys 
50 55 \ 60 



Gly Lys Glu Glu Lys Lys Asp Thr Ala Phe Gin \Thr Ser Phe Asp Arg 
65 70 75 \ 80 



Asn Phe Asp Leu Asp Asn Ser lie Asp lie Gin Gin Thr lie Gin His 
85 90 \ 95 



Gin Gin Gin Gin Pro Gin Gin Gin Gin Gin Leu Ser\ Gin Thr Asp Asn 
100 105 \ 110 



Asn Leu lie Asp Glu Phe Ser Phe Gin Thr Pro Met Tlhr Ser Thr Leu 
115 120 1125 



Asp Leu Thr Lys Gin Asn\ Pro Thr Val Asp Lys Val Asn Glu Asn His 
130 \135 140 



Ala Pro Thr Tyr lie Asn ihr Ser Pro Asn Lys Ser lie Met Lys Lys 
145 150 \ 155 160 



Ala Thr Pro Lys Ala Ser Pr& Lys Lys Val Ala Phe Thr Val Thr Asn 
165 \ 170 175 



Pro Glu lie His His Tyr Pro ftsp Asn Arg Val Glu Glu Glu Asp Gin 
180 \ 185 190 



Ser Gin Gin Lys Glu Asp Ser Vau Glu Pro Pro Leu lie Gin His Gin 
195 200 205 



Trp Lys Asp Pro Ser Gin Phe AsnVTyr Ser Asp Glu Asp Thr Asn Ala 
210 215 \ 220 



Ser Val Pro Pro Thr Pro Pro Leu His Thr Thr Lys Pro Thr Phe Ala 
225 230 \ 235 240 



Gin Leu Leu Asn Lys Asn Asn Glu Val\ Asn Ser Glu Pro Glu Ala Leu 
245 \250 255 



Thr Asp Met Lys Leu Lys Arg Glu Asn tttie Ser Asn Leu Ser Leu Asp 
260 265 \ 270 



Glu Lys Val Asn Leu Tyr Leu Ser Pro Thi Asn Asn Asn Asn Ser Lys 
275 280 \ 285 



Asn Val Ser Asp Met Asp Ser His Leu Gin Asn Leu Gin Asp Ala Ser 
290 295 \ 300 



Lys Asn Lys Thr Asn Glu Asn lie His Asn Leu Ser Phe Ala Leu Lys 
305 310 315 320 



Ala Pro Lys Asn Asp lie Glu Asn Pro Leu Asn \Ser Leu Thr Asn Ala 
325 330 \ 335 



Asp lie Ser Leu Arg Ser Ser Gly Ser Ser Gin s4r Ser Leu Gin Ser 
340 345 \ 350 



t 



Leu Arg Asn Asp Asn Arg Val\Leu Glu Ser Val Pro Gly Ser Pro Lys 
355 \360 365 



Lys Val Asn Pro Gly Leu Ser Lteu Asn Asp Gly lie Lys Gly Phe Ser 
370 375 \ 380 



Asp Glu Val Val Glu Ser Leu Leu Pro Arg Asp Leu Ser Arg Asp Lys 
385 390 \ 395 400 



Leu Glu Thr Thr Lys Glu His Asp Ala Pro Glu His Asn Asn Glu Asn 
405 \ 410 415 



Phe lie Asp Ala Lys Ser Thr Asn THp Asn Lys Gly Gin Leu Leu Val 
420 425 430 



Ser Ser Asp Asp His Leu Asp Ser Phe\Asp Arg Ser Tyr Asn His Thr 
435 440 \ 445 



Glu Gin Ser lie Leu Asn Leu Leu Asn Sfer Ala Ser Gin Ser Gin lie 
450 455 \ 460 



Ser Leu Asn Ala Leu Glu Lys Gin Arg Girl Thr Gin Glu Gin Glu Gin 
465 470 V475 480 



Thr Gin Ala Ala Glu Pro Glu Glu Glu Thr Ser Phe Ser Asp Asn lie 
485 490 \ 495 



Lys Val Lys Gin Glu Pro Lys Ser Asn Leu 
500 505 



Phe Val Lys Val Thr 
510 



lie Lys Lys Glu Pro Val Ser Ala Thr Glu lie YLys Ala Pro Lys Arg 
515 520 \ 525 



Glu Phe Ser Ser Arg lie Leu Arg lie Lys Asn Glu Asp Glu lie Ala 
530 535 54V 



Glu Pro Ala Asp lie His Pro Lys Lys Glu Asn Glu\Ala Asn Ser His 
545 550 555 \ 560 



Val Glu Asp Thr Asp Ala Leu Leu Lys Lys Ala Leu Bsn Asp Asp Glu 
565 570 \ 575 



Glu Ser Asp Thr Thr Gin Asn Ser Thr Lys Met Ser lid Arg Phe His 



580 



585 



590 



lie Asp Ser Asp Trp Lys\Leu Glu Asp Ser Asn Asp Gly Asp Arg Glu 
595 \ 600 605 



Asp Asn Asp Asp lie Ser Arg Phe Glu Lys Ser Asp lie Leu Asn Asp 
610 &5 620 



Val Ser Gin Thr Ser Asp lite lie Gly Asp Lys Tyr Gly Asn Ser Ser 
625 630 \ 635 640 



Ser Glu lie Thr Thr Lys Thr\Leu Ala Pro Pro Arg Ser Asp Asn Asn 
645 \ 650 655 



Asp Lys Glu Asn Ser Lys Ser Lteu Glu Asp Pro Ala Asn Asn Glu Ser 
660 \ 665 670 



Leu Gin Gin Gin Leu Glu Val Prd His Thr Lys Glu Asp Asp Ser lie 
675 680\ 685 



Leu Ala Asn Ser Ser Asn lie Ala Pro Pro Glu Glu Leu Thr Leu Pro 
690 695 ' \ 700 



Val Val Glu Ala Asn Asp Tyr Ser Se\r Phe Asn Asp Val Thr Lys Thr 
705 710 \ 715 720 



Phe Asp Ala Tyr Ser Ser Phe Glu Glu\Ser Leu Ser Arg Glu His Glu 
725 \730 735 



Thr Asp Ser Lys Pro lie Asn Phe lie Ster lie Trp His Lys Gin Glu 
740 745 \ 750 



Lys Gin Lys Lys His Gin lie His Lys Val Pro Thr Lys Gin lie lie 
755 760 \ 765 



Ala Ser Tyr Gin Gin Tyr Lys Asn Glu Gin Glu Ser Arg Val Thr Ser 
770 775 \ 780 



Asp Lys Val Lys lie Pro Asn Ala lie Gin PAe Lys Lys Phe Lys Glu 
785 790 7^5 800 



Val Asn Val Met Ser Arg Arg Val Val Ser Prol Asp Met Asp Asp Leu 
805 810 \ 815 



Asn Val Ser Gin Phe Leu Pro Glu Leu Ser Glu Asp Ser Gly Phe Lys 
820 \ 825 830 



Asp Leu Asn Phe Ala Asn vyr Ser Asn Asn Thr Asn Arg Pro Arg Ser 
835 \ 840 845 



Phe Thr Pro Leu Ser Thr Lyfe Asn Val Leu Ser Asn lie Asp Asn Asp 
850 855 860 



Pro Asn Val Val Glu Pro Pro Glu Pro Lys Ser Tyr Ala Glu lie Arg 
865 870 \ 875 880 



Asn Ala Arg Arg Leu Ser Ala AsVi Lys Ala Ala Pro Asn Gin Ala Pro 
885 \ 890 895 



Pro Leu Pro Pro Gin Arg Gin Pro \Ser Ser Thr Arg Ser Asn Ser Asn 
900 $05 910 



Lys Arg Val Ser Arg Phe Arg Val Prb Thr Phe Glu lie Arg Arg Thr 
915 920 \ 925 



Ser Ser Ala Leu Ala Pro Cys Asp Met Tyr Asn Asp lie Phe Asp Asp 
930 935 \ 940 



Phe Gly Ala Gly Ser Lys Pro Thr lie Lyfe Ala Glu Gly Met Lys Thr 
945 950 \ 955 960 



Leu Pro Ser Met Asp Lys Asp Asp Val Lys Arg lie Leu Asn Ala Lys 
965 970 \ 975 



Lys Gly Val Thr Gin Asp Glu Tyr lie Asn Ala Lys Leu Val Asp Gin 
980 985 \ 990 



Lys Pro Lys Lys Asn Ser lie Val Thr Asp Pro \Glu Asp Arg Tyr Glu 
995 1000 \ 1005 



Glu Leu Gin Gin Thr Ala Ser lie His Asn Ala 'Thr lie Asp Ser 
1010 1015 1&20 



Ser lie Tyr Gly Arg Pro Asp Ser lie Ser Thr Asp\ Met Leu Pro 
1025 1030 1035 



Tyr Leu Ser Asp Glu Leu Lys Lys Pro Pro Thr Ala Leu Leu Ser 
1040 10415 1050 



Ala Asp Arg Leu Phe Met Glu \ Gin Glu Val His Pro Leu Arg Ser 
1055 1060\ 1065 



Asn Ser Val Leu Val His Pro Ely Ala Gly Ala Ala Thr Asn Ser 
1070 1075 \ 1080 



Ser Met Leu Pro Glu Pro Asp Phe Glu Leu lie Asn Ser Pro Ala 
1085 1090 \ 1095 



Arg Asn Val Ser Asn Asn Ser Asp Asn Val Ala lie Ser Gly Asn 
1100 1105 \ 1110 



Ala Ser Thr lie Ser Phe Asn Gln\Leu Asp Met Asn Phe Asp Asp 
1115 1120 \ 1125 



Gin Ala Thr lie Gly Gin Lys lie din Glu Gin Pro Ala Ser Lys 
1130 1135 \ 1140 



Ser Ala Asn Thr Val Arg Gly Asp AsVp Asp Gly Leu Ala Ser Ala 
1145 1150 \ 1155 



Pro Glu Thr Pro Arg Thr Pro Thr Lys\ Lys Glu Ser lie Ser Ser 
1160 1165 1 1170 



Lys Pro Ala Lys Leu Ser Ser Ala Ser Pro Arg Lys Ser Pro lie 
1175 1180 \ 1185 



Lys lie Gly Ser Pro Val Arg Val lie lVs Lys Asn Gly Ser lie 
1190 1195 \ 1200 



Ala Gly lie Glu Pro lie Pro Lys Ala Thi His Lys Pro Lys Lys 
1205 1210 \ 1215 



Ser Phe Gin Gly Asn Glu lie Ser Asn His \Lys Val Arg Asp Gly 
1220 1225 \ 1230 



Gly lie Ser Pro Ser Ser Gly Ser Glu His GtLn Gin His Asn Pro 
1235 1240 \ 1245 



Ser Met Val Ser Val Pro SAr Gin Tyr Thr Asp Ala Thr Ser Thr 
1250 1255 1260 



Val Pro Asp Glu Asn Lys Asp\ Val Gin His Lys Pro Arg Glu Lys 
1265 127& 1275 ■ 



Gin Lys Gin Lys His His His \Arg His His His His His His Lys 
1280 1285 \ 1290 



Gin Lys Thr Asp lie Pro Gly Vfel Val Asp Asp Glu lie Pro Asp 
1295 1300 \ 1305 



Val Gly Leu Gin Glu Arg Gly LyA Leu Phe Phe Arg Val Leu Gly 
1310 1315 \ 1320 



lie Lys Asn lie Asn Leu Pro Asp tie Asn Thr His Lys Gly Arg 
1325 1330 \ 1335 



Phe Thr Leu Thr Leu Asp Asn Gly Val His Cys Val Thr Thr Pro 
1340 1345 \ 1350 



Glu Tyr Asn Met Asp Asp His Asn Val\Ala lie Gly Lys Glu Phe 
1355 1360 \ 1365 



Glu Leu Thr Val Ala Asp Ser Leu Glu Bhe lie Leu Thr Leu Lys 
1370 1375 \ 1380 



Ala Ser Tyr Glu Lys Pro Arg Gly Thr Lem Val Glu Val Thr Glu 
1385 1390 \ 1395 



Lys Lys Val Val Lys Ser Arg Asn Arg Leu feer Arg Leu Phe Gly 
1400 1405 \ 1410 



Ser Lys Asp lie lie Thr Thr Thr Lys Phe VAl Pro Thr Glu Val 
1415 1420 \ 1425 



Lys Asp Thr Trp Ala Asn Lys Phe Ala Pro Asp\ Gly Ser Phe Ala 
1430 1435 \1440 



Arg Cys Tyr lie Asp Leu Gin Gin Phe Glu Asp din lie Thr Gly 
1445 1450 1M55 



Lys Ala 



Ser Gin Phe Asp Leu 



Asn Cys Phe Asn Gl 



Trp Glu Thr 



1460 



1465 



1470 



Met Ser Asn Gly Asn Gift Pro Met Lys Arg Gly Lys Pro Tyr Lys 
1475 ■ \ 1480 1485 



lie Ala Gin Leu Glu Val \ Lys Met Leu Tyr Val Pro Arg Ser Asp 
1490 \1495 1500 



Pro Arg Glu lie Leu Pro Tlhr Ser lie Arg Ser Ala Tyr Glu Ser 
1505 1510 1515 



lie Asn Glu Leu Asn Asn Gib Gin Asn Asn Tyr Phe Glu Gly Tyr 
1520 1515 1530 



Leu His Gin Glu Gly Gly Asp\ Cys Pro lie Phe Lys Lys Arg Phe 
1535 154* ' 1545 



Phe Lys Leu Met Gly Thr Ser \Leu Leu Ala His Ser Glu lie Ser 
1550 1555 \ 1560 



His Lys Thr Arg Ala Lys lie Asn Leu Ser Lys Val Val Asp Leu 
1565 1570 \ 1575 



lie Tyr Val Asp Lys Glu Asn lie Asp Arg Ser Asn His Arg Asn 
1580 1585 \ 1590 



Phe Ser Asp Val Leu Leu Leu Asp\His Ala Phe Lys lie Lys Phe 
1595 1600 \ 1605 



Ala Asn Gly Glu Leu lie Asp Phe 4ys Ala Pro Asn Lys His Glu 
1610 1615 \ 1620 



Met Lys lie Trp lie Gin Asn Leu G3ki Glu lie lie Tyr Arg Asn 
1625 1630 \ 1635 



Arg Phe Arg Arg Gin Pro Trp Val Asnl Leu Met Leu Gin Gin Gin 
1640 1645 \ 1650 



Gin Gin Gin Gin Gin Gin Gin Ser Ser $ln Gin 
1655 1660 



<210> 
<211> 



2 

5195 



<212> DNA \ 

<213> Candida albicans 

<400> 2 \ 

cccaaaaaag ataaaataaa aacaaaacaa aacaaaagta ctaacaaatt attgaaactt 60 

ttaattttta ataaagaatc agtagatcta ttgttaaaag aaatgaactc aactccaagt 120 

aaattattac cgataqataa acattctcat ttacaattac agcctcaatc gtcctcggca 180 

tcaatattta attcccaaac aaaaccattg aatttcccca gaacaaattc caagccgagt 240 

ttagatccaa attcaagatc tgatacctac actagcgaac aagatcaaga gaaagggaaa 300 

gaagagaaaa aggacacaqc ctttcaaaca tcttttgata gaaattttga tcttgataat 360 

tcaatcgata tacaacaaaa aattcaacat cagcaacaac agccacaaca acaacaacaa 420 

ctctcacaaa ccgacaataa Vtttaattgat gaattttctt ttcaaacacc gatgacttcg 480 

actttagacc taaccaagca aaatccaact gtggacaaag tgaatgaaaa tcatgcacca 54 0 

acttatataa atacctcccc caacaaatca ataatgaaaa aggcaactcc taaagcgtca 600 

cctaaaaaag ttgcatttac tgt^aactaat cccgaaattc atcattatcc agataataga 660 

gtcgaggaag aagatcaaag tcaacaaaaa gaagattcag ttgagccacc cttaatacaa 720 

catcaatgga aagatccttc tcaantcaat tattctgatg aagatacaaa tgcttcagtt 780 

ccaccaacac caccacttca tacgaogaaa cctacttttg cgcaattatt gaacaaaaac 840 

aacgaagtca atctggaacc agaggcaittg acagatatga aattaaagcg cgaaaatttc 900 

agcaatttat cattagatga aaaagtcavat ttatatctta gtcccactaa taataacaat 960 

agtaagaatg tgtcagatat ggatctgcalfc ttacaaaact tgcaagacgc ttcgaaaaac 1020 

aaaactaatg aaaatattca caatttgtca\ tttgctttaa aagcaccaaa gaatgatatt 1080 

gaaaacccat taaactcatt gactaacgca natattctgt taagatcatc tggatcatca 1140 

caatcgtcat tacaatcttt gaggaatgac antcgtgtct tggaatcagt gcctgggtca 1200 

cctaagaagg ttaatcctgg attgtctttg aatgacggca taaaggggtt ctctgatgag 1260 

gttgttgaat cattacttcc tcgtgactta tctcgagaca aattagagac tacaaaagaa 1320 

catgatgcac cagaacacaa caatgagaat tttattgatg ctaaatcgac taataccaat 1380 

aagggacaac tcttagtatc atctgatgat catttygact cttttgatag atcctataac 1440 

cacactgaac aatcaatttt gaatcttttg aatagtccat cacaatctca aatttcgtta 1500 

aatgcattgg aaaaacaaag gcaaacacag gaacaagaac aaacacaagc ggcagagcct 1560 

gaagaagaaa cttcgtttag tgataatatc aaagttaaac aagagccaaa gagcaatttg 1620 



gagtttgtca aggttaccat caagaaagaa ccagttctgg ccacggaaat aaaagctcca 1680 

aaaagagaat tttcaagtcg aatattkaga ataaaaaatg aagatgaaat tgccgaacca 1740 

gctgatattc atcctaaaaa agaaaaqaaa gcaaacagtc atgtcgaaga tactgatgca 1800 

ttgttgaaga aagcacttaa tgatgatqag gaatctgaca cgacccaaaa ctcaacgaaa 1860 

atgtcaattc gttttcatat tgatagtgat tggaaattgg aagacagtaa tgatggcgat 1920 

agagaagata atgatgatat ttctcgtttu gagaaatcag atattttgaa cgacgtatca 1980 

cagacttctg atattattgg tgacaaatan ggaaactcat caagtgaaat aaccaccaaa 2040 

acattagcac ccccaagatc ggacaacaat \gacaaggaga attctaaatc tttggaagat 2100 

ccagctaata atgaatcatt gcaacaacaa ttggaggtac cgcatacaaa agaagatgat 2160 

agcattttag ccaactcgtc caatattgct ccacctgaag aattgacttt gcccgtagtg 2220 

gaagcaaatg attattcatc ttttaatgac gugaccaaaa cttttgatgc atactcaagc 2280 

tttgaagagt cattatctag agagcacgaa actigattcaa aaccaattaa tttcatatca 2340 

atttggcata aacaagaaaa gcagaagaaa catcaaattc ataaagttcc aactaaacag 24 00 

atcattgcta gttatcaaca atacaaaaac gaacWagaat ctcgtgttac tagtgataaa 24 60 

gtgaaaatcc caaatgccat acaattcaag aaatocaaag aggtaaatgt catgtcaaga 2520 

agagttgtta gtccagacat ggatgatttg aatgtatctc aatttttacc agaattatct 2580 

gaagactctg gatttaaaga tttgaatttt gccaactact ccaataacac caacagacca 2640 

agaagtttta ctccattgag cactaaaaat gtcttgtcga atattgataa cgatcctaat 2700 

agttgttgaa cctcctgaac cgaaatcata tgctgaaavtt agaaatgcta gacggttatc 2760 

agctaataag gcagcgccaa atcaggcacc accattgcia ccacaacgac aaccatcttc 2820 

aactcgttcc aattcaaata aacgagtgtc cagatttagk gtgcccacat ttgaaattag 2880 

aagaacttct tcagcattag caccttgtga catgtataatA gatatttttg atgatttcgg 2940 

tgcgggttct aaaccaacta taaaggcaga aggaatgaaa \acattgccaa gtatggataa 3000 

agatgatgtc aagaggattt tgaatgcaaa gaaaggtgtg actcaagatg aatatataaa 3060 

tgccaaactt gttgatcaaa aacctaaaaa gaattcaatt gtcaccgatc ccgaagaccg 3120 

atatgaagaa ttacaacaaa ctgcctctat acacaatgcc accattgatt caagtattta 3180 

tggccgacca gactccattt ctaccgacat gttgccttat ctmgtgatg aattgaaaaa 324 0 

accacctacg gctttattat ctgctgatcg tttgtttatg gaaaaagaag tacatccgtt 3300 



aagatcaaac tctgttttgg ttcacccagg\ggcaggagca gcaactaatt cttcaatgtt 3360 

accagagcca gattttgaat taatcaattc ecctgctaga aatgtgctga acaacagtga 3420 

taatgtcgcc atcagtggta atgctagtac nattagtttt aaccaattgg atatgaattt 3480 

tgatgaccaa gctacaattg gtcaaaaaat ccaagagcaa cctgcttcaa aatccgccaa 3540 

tactgttcgt ggtgatgatg atggattggc cantgcacct gaaacaccaa gaactcctac 3600 

caaaaaggag tccatatcaa gcaagcctgc caagctttct tctgcctccc ctagaaaatc 3660 

accaattaag attggttcac cagttcgagt tattaagaaa aatggatcaa ttgctggcat 3720 

tgaaccaatc ccaaaagcca ctcacaaacc gaageaatca ttccaaggaa acgagatttc 3780 

aaaccataaa gtacgagatg gtggaatttc accaagctcc ggatcagagc atcaacagca 3840 

taatcctagt atggtttctg ttccttcaca gtatafctgat gctacttcaa cggttccaga 3900 

tgaaaacaaa gatgttcaac acaagcctcg tgaaaancaa aagcaaaagc atcaccatcg 3960 

ccatcatcat catcatcata aacaaaaaac tgatatnccg ggtgttgttg atgatgaaat 4020 

tcctgatgta ggattacaag aacgaggcaa attattcxtt agagttttag gaattaagaa 4080 

tatcaattta cccgatatta atactcacaa aggaagatfcc actttaacgt tggataatgg 4140 

agtgcattgt gttactacac cagaatacaa catggacgac cataatgttg ccataggtaa 4200 

agaatttgag ttgacagttg ctgattcatt agagtttatt ttaactttga aggcatcata 4260 

tgaaaaacct cgtggtacat tagtagaagt gactgaaaag\ aaagttgtca aatcaagaaa 4320 

tagattgagt cgattatttg gatcgaaaga tattatcacc lacgacaaagt ttgtgcccac 4380 

tgaagtcaaa gatacctggg ctaataagtt tgctcctgat Jrgttcatttg ctagatgtta 4440 

cattgattta caacaatttg aagaccaaat caccggtaaa gpatcacagt ttgatctcaa 4500 

ttgttttaat gaatgggaaa ctatgagtaa tggcaatcaa cdaatgaaaa gaggcaaacc 4560 

ttataagatt gctcaattgg aagttaaaat gttgtatgtt ccacgatcag atccaagaga 4 620 

aatattacca accagcatta gatccgcata tgaaagcatc aatnaattaa acaatgaaca 4680 

gaataattac tttgaaggtt atttacatca agaaggaggt gatngtccaa tttttaagaa 4740 

acgttttttc aaattaatgg gcacttcttt attggctcat agtgiaatat ctcataaaac 4800 

tagagccaaa attaatttat caaaagttgt tgatttgatt tatgttgata aagaaaacat 4860 

tgatcgttcc aatcatcgaa atttcagtga tgtgttattg ttggancatg cattcaaaat 4920 

caaatttgct aatggtgagt tgattgattt ttgtgctcct aataaaiatg aaatgaaaat 4980 

atggattcaa aatttacaag aaattatcta tagaaatcgg ttcagacgtc aaccatgggt 5040 



aaatttgatg cttcaacaac aacaacaaia acaacaacaa caaagctccc aacagtaatt 5100 
gaaaggtcta cttttgattt ttttaatttt aattggcaaa tatatgccca ttttgtatta 5160 
tcttttagtc taatagcgtt ttctttttttA ccagt 5195 
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